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LI 406 DGATl 
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L3 2033 DIACYLGLYCEROL ACYLTRANSFERASE 

=> s argpl 
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=> s acat related 

L6 32 ACAT RELATED 

=> s 11 and antisense 
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=> s 12 and antisense 
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=> s 13 and antisense 
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=> d ti 1-33 

LI 4 ANSWER 1 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Acyltransferase regulation to increase the percent of polyunsaturated 
fatty acids in total lipids and oils of oleaginous organisms 

L14 ANSWER 2 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 
TI Protein and cDNA sequences of a novel human transcription factor 
PGC-ip (peroxisome proliferative activated receptor y 
coactivator Ip) for treating lipid-related diseases and disorders 

L14 ANSWER 3 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Intranasal delivery of agents for increasing long-chain acyl CoA levels in 
central nervous system for treatment of metabolic disorders 

L14 ANSWER 4 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Genes for diacylglycerol acyltransf erases of plants and fungi and their 

use in modifying the levels of polyunsaturated fatty acids in edible oils 

L14 ANSWER 5 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Genes showing altered levels of expression in pancreatic disease and their 
use in diagnosis and prognosis of pancreatic cancer 

L14 ANSWER 6 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Minimal common regions in chromosomes showing changes in copy number in 
cancers and their use in the diagnosis, prevention, and treatment 

L14 ANSWER 7 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Treatment of Hedgehog- and Wnt-secreting tumors with inhibitors of 
lipoprotein particle biogenesis 

L14 ANSWER 8 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Cloning, sequences, diagnostic, drug screening and therapeutic uses of 
mammalian diacylglycerol acyltransf erase-like proteins 
DC 4 

L14 ANSWER 9 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Sequence requirements in double-stranded RNA for improved effectiveness in 
RNA interference and stability in systemic administration 

L14 ANSWER 10 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Antisense oligonucleotides for modulation of human 

diacylglycerol acyltransferase 2 gene expression and 
treatment of diseases 

L14 ANSWER 11 OF 33 BIOSIS COPYRIGHT (c) 2006 The Thomson Corporation on 
STN 

TI Antisense reduction of DGAT2 expression inhibits hepatic 

lipogenesis and improves liver steatosis in diet-induced obese rats. 

L14 ANSWER 12 OF 33 MEDLINE on STN DUPLICATE 1 

TI Antisense oligonucleotide reduction of DGAT2 expression improves 
hepatic steatosis and hyperlipidemia in obese mice. 

L14 ANSWER 13 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Mouse genes differentially expressed in liver cells during 

hyperinsulinemia and type II diabetes, related human genes, and uses for 

diagnosis and protection against same 

L14 ANSWER 14 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 
TI Oligonucleotides for modulating diacylglycerol 



acyltransf erase 1 expression and therapeutic and diagnostic use 
for metabolism disorders 

L14 ANSWER 15 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 
TI Oligonucleotides for modulating diacylglycerol 

acyltransf erase 1 expression and therapeutic and diagnostic use 

for metabolism disorders 

L14 ANSWER 16 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Suppression of cottonseed oil to enhance yield of cotton fiber 

L14 ANSWER 17 OF 33 SCISEARCH COPYRIGHT (c) 2006 The Thomson Corporation on 
STN 

TI Increased fatty acid production in potato by engineering of acetyl-CoA 
carboxylase 
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TI Cloning and sequences of plant phospholipid : diacylglycerol 

acyltransf erases (PDATs), construction of a chimeric gene, and production 

of a transgenic plant 

L14 ANSWER 19 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Differential expression of 1419, 58765 and 2210 genes in cardiovascular 
disease states, and methods and composition of treating the same 
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TI Differential expression of 139, 258, 1261, 1486, 2398, 2414, 7660, 8587, 

10183, 10550, 12680, 17921, 32248, 60489 or 93804 genes in cardiovascular 
disease states, and methods and compositions of treating the same 

L14 ANSWER 21 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 
TI Diacylglycerol acyltransf erase proteins and genes from 
Mortierella ramanniana and other organisms 

L14 ANSWER 22 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Sequence of soybean diacylglycerol acyl transferase gene and production of 
diacylglycerol in plant seeds by inactivating DGAT gene 

L14 ANSWER 23 OF 33 BIOSIS COPYRIGHT (c) 2006 The Thomson Corporation on 
STN DUPLICATE 2 

TI Inhibition of Dgatl with a novel optimized antisense 
inhibitor lowers plasma glucose levels in ob/ob mice. 

L14 ANSWER 24 OF 33 SCISEARCH COPYRIGHT (c) 2006 The Thomson Corporation on 
STN 

TI Biochemical and physiological studies of Arabidopsis thaliana transgenic 
lines with repressed expression of the mitochondrial pyruvate 

dehydrogenase kinase 

L14 ANSWER 25 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Marker-assisted selection of bovine for improved milk production by 
genotyping of the diacylglycerol acyltransf erase gene 

DGATl 

L14 ANSWER 26 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 
TI Sequences of Brassica napus diacylglycerol 

acyltransf erase gene and uses thereof in altering plant oil 

composition 

L14 ANSWER 27 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 
TI Diacylglycerol acyltransf erase activity in jojoba wax 

synthase and nucleic acids encoding related proteins from Arabidopsis 
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TI Plant diacylglycerol acyltransf erases and cDNAs and their uses 



LI 4 ANSWER 29 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 
TI Diacylglycerol acyltransf erase protein and gene from 
Mortierella ramanniana 

L14 ANSWER 30 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI plant and animal and fungal Acyl coa : cholesterol acyltransf erase related 

nucleic acid sequences with utility in altering lipid composition of plant 
oils 

L14 ANSWER 31 OF 33 SCISEARCH COPYRIGHT (c) 2006 The Thomson Corporation on 
STN 

TI Expression of either an antisense RNA or a dominant negative 
mutant of diacylglycerol acyltransf erase (DGAT) blacks 
fat accumulation in Insulin/Dexamethasone induced 3T3-L1 cells 

L14 ANSWER 32 OF 33 BIOSIS COPYRIGHT (c) 2006 The Thomson Corporation on 
STN 

TI Expression of either an antisense RNA or a dominant negative 
mutant of diacylglycerol acyltransf erase (DGAT) blocks 
fat accumulation in insulin/dexamethasone induced 3T3-L1 cells. 

L14 ANSWER 33 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

TI DNA encoding human acyl-coenzyme A: cholesterol acyltransf erases II and III 
and their therapeutic uses 
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L14 ANSWER 11 OF 33 BIOSIS COPYRIGHT (c) 2006 The Thomson Corporation on 
STN 

L14 ANSWER 15 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

AB The invention provides oligonucleotides and methods for modulating the 
expression of diacylglycerol acyltransf erase 1. The 

invention also provides methods of using these compds. for modulation of 
diacylglycerol acyltransf erase 1 expression and for 
diagnosis and treatment of disease associated with expression of 
diacylglycerol acyltransf erase 1. 

L14 ANSWER 23 OF 33 BIOSIS COPYRIGHT (c) 2006 The Thomson Corporation on 
STN DUPLICATE 2 

L14 ANSWER 25 OF 33 CAPLUS COPYRIGHT 2006 ACS on STN 

AB The present invention provides a method of genotyping bovine for improved 
milk production traits by determining the diacylglycerol 
acyltransf erase DGATl genotypic state of said bovine. 
The invention relates to the discovery of the bovine 
diacylglycerol acyltransf erase (DGATl) gene 

and polymorphisms within the bovine DGATl gene which are associated 
with increased milk yield and altered milk composition More specifically, 
several polymorphisms in the bovine DGATl gene have been 
identified distinguishing multiple DGATl alleles in different 
cattle breeds. These polymorphisms include: K232A (bases 682 9/30 AA-CG 
nucleic acid change and Lys-Ala amino acid change) ; Nt984_8 (base 7438 A-G 
nucleic acid change); Nt984+26 (base 7456 C-T nucleic acid change); 
Ntl470+85 (base 8402 C-T nucleic acid change); Ntl91+435 (base 626 T-G 
nucleic acid change); Ntl91-3321 (base 3512 T-G nucleic acid change); 
Nt279+144 (base 4040 T-C nucleic acid change); Nt279+1067 (base 4963 A-G 
nucleic acid change); Nt279+1107 (base 5003 G-A nucleic acid change); 
Nt358 (base 5997 C-T nucleic acid change) ; Nt754+3 (base 6892 G-A nucleic 
acid change); Nt897+32 (base 7224/5 GG-AC nucleic acid change); Ntl251+42 
(base 7987 G-A nucleic acid change) - In particular, DGAT alleles 



characterized by the K232A mutation have been identified as being associated 
with an increased milk volume and altered milk composition in animals dependent 
upon whether they are homozygous with or without the mutation or 
heterozygous carrying one mutated allele. The presence of the K232A 
mutation results in a decrease in milkfat percentage, milkfat yield, solid 
fat content, and milk protein percentage, while increasing milk volume and 
milk protein yield. 

L14 ANSWER 32 OF 33 BIOSIS COPYRIGHT (c) 2006 The Thomson Corporation on 
STN 
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lipogenesis and improves liver steatosis in diet-induced obese rats. 
AU Yu, Xing Xian [Reprint Author]/ Shen, Lijiang; Pandey, Sanjay K.; Petok, 

Sara; Monia, Brett P.; Bhanot, Sanjay 
SO Diabetes, (2005) Vol. 54, No. Suppl . 1, pp. A376. 

Meeting Info.: 65th Annual Meeting of the American-Diabetes-Association. 
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Inhibition of Dgatl with a novel optimized antisense 
inhibitor lowers plasma glucose levels in ob/ob mice. 

Murray, Susan [Reprint Author] ; Booten, Sheri [Reprint Author] ; Song, 
Susan [Reprint Author]; McKay, Robert [Reprint Author]; Monia, Brett 
[Reprint Author] ; Bhanot, Sanjay [Reprint Author] 
Carlsbad, CA, USA 

Diabetes, (2003) Vol. 52, No. Supplement 1, pp. A300. print. 
Meeting Info.: 63rd Scientific Sessions of the American Diabetes 
Association. New Orleans, LA, USA. June 13-17, 2003. American Diabetes 
Association. 

ISSN: 0012-1797 (ISSN print) . 
Conference; (Meeting) 

Conference; Abstract; (Meeting Abstract) 
English 
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Last Updated on STN: 8 Oct 2003 
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AN 2000:15008 BIOSIS 
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TI Expression of either an antisense RNA or a dominant negative 
mutant of diacylglycerol acyltransf erase (DGAT) blocks 
fat accumulation in insulin/dexamethasone induced 3T3-L1 cells. 

AU Yu, Yi-Hao [Reprint author]; Oelkers, Peter M. [Reprint author]; Sturley, 
Stephen L. [Reprint author]; Ginsberg, Henry N. [Reprint author] 

CS P and S, Columbia Univ, New York, NY, USA 

SO Circulation, (Nov. 2, 1999) Vol. 100, No. 18 SUPPL., pp. 1.745. print. 

Meeting Info.: 72nd Scientific Sessions of the American Heart Association. 

Atlanta, Georgia, USA. November 7-10, 1999. 
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DT Conference; (Meeting) 

Conference; Abstract; (Meeting Abstract) 
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DOCUMENT-IDENTIFIER: US 20040076977 Al 

TITLE: Marker assisted selection of bovine for improved milk production using 
diacylglycerol acyltransf erase gene dgatl 

Pre-Grant Publication (PGPub) Document Number : 

20040076977 

Summary of Invention Paragraph : 

[0011] In particular, such applications include methods for modulating milk 
production and/or composition in a lactating bovine by affecting DGATl activity, by 
reducing the activity of DGATl (e.g. by use of specific ribozymes, antisense 
sequences and/or antibodies, or by transgenic technology to produce a "knock out" 
bovine and/or bovine with introduced transgenes containing the DGATl gene and/or 
variations of this gene driven by various promoters) . 

Detail Description Paragraph : 

[0069] The present invention also contemplates the modulation of milk production 
and content in non-human animals by modulating the activity of the DGATl protein. 
In particular, this aspect of the invention includes a method of modulating milk 
production and/or milk content in a lactating bovine, the method comprising 
administering to the bovine an effective amount of a nucleic acid molecule 
substantially complementary to at least a portion of mRNA encoding the bovine DGATl 
variant proteins and being of sufficient length to sufficiently reduce expression 
of said DGATl, i.e. by use of antisense nucleic acids. 

Detail Description Paragraph : 

[0070] Antisense nucleic acids or oligonucleotides (RNA or preferably DNA) can be 
used to inhibit DGATl production in a bovine if this is considered desirable e.g. 
in order to produce a bovine capable of improved milk production, i.e. increased 
milk volume and decreased milkfat content. Antisense oligonucleotides, typically 15 
to 20 bases long, bind to the sense mRNA or pre mRNA region coding for the protein 
of interest, which can inhibit translation of the bound mRNA to protein. The cDNA 
sequence encoding DGATl can thus be used to design a series of oligonucleotides 
which together span a large portion, or even the entire cDNA sequence. These 
oligonucleotides can be tested to determine which provides the greatest inhibitory 
effect on the expression of the protein (Stewart 1996) . The most suitable mRNA 
target sites include 5*- and 3 ' -untranslated regions as well as the initiation 
codon. Other regions might be found to be more or less effective. 

Detail Description Paragraph : 

[0071] Alternatively, an a ntisense nucleic acid or oligonucleotide may bind to 
DGATl coding sequences. 

Detail Description Paragraph : 

[0083] Thus, in further aspects, the invention provides transgenic non-human 
animals. These include by way of example only a transgenic bovine having a genome 
lacking a gene encoding a protein having biological activity of DGATl (or indeed 
any DGATl activity at all); a transgenic mouse having a genome containing a gene 
encoding a bovine protein having biological activity of any DGATl; and a transgenic 
bovine having a gene, encoding a bovine protein having biological activity of a 
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Record Display Form 



Page 2 of 2 



bovine DGATl and heterologous nucleotide sequence antisense to the gene. The 
transgenic bovine can include a gene encoding a nucleic acid sequence having 
ribozyme activity and in transcriptional association with the nucleotide sequence 
antisense to the gene. 

Detail Description Paragraph ; 

[0211] STEWART, A. J.; CANITROT, Y. ; BARACCHINI, E.; DEAN, N. M.; DEELEY, R. G. and 
COLE, S. P. C. (1996) . Reduction of expression of the multidrug resistance protein 
(MRP) in human tumour cells by antisense phophorothioate oligonucleotudes . Biochem 
Pharmacol. 51: 461-469. 

CLAIMS : 

40. An isolated antisense nucleic acid molecule for use in a method as claimed in 
claim 39. 

49, A transgenic bovine having a gene encoding a bovine protein having biological 
activity of bovine DGATl and heterologous nucleotide sequence antisense to the 
gene . 
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SCORE Search Results for Application 10803482 



Score Home Retrieve Application SCORE Sys tem SCORE C omments / 

Page List Overview FAQ Suooestions 

This page gives you a list of all the Search Results. Use this page to obtain specific Search Result 
information. 



View v er sion li st for this a ppl ication 



Go Back to previous page 



Item Listing Version# 1 
Item Name Download Content 



us-10-803 - 48 2- 4 .sl.rqe 

us --10~ 80 3-482-4.sl.rng 

us-10-803-482"4.sl.rni 

us-10-803-482-4.sl.rnpbm 

us-10-803-482-4.sl.rnp bn 

US-10-803- 482-4.SI . rst 



Download 



I Download 



l4 l^ownload^:: 



Download 



DoWnloayi' 



I SCO^^ ^ 3 Buildp^fte: 12 /06/2005 [ 

http://es/ScoreAccessWeb/GetItems.action?AppId=10803482&ItemType=4&VersionNo=l 10/13/06 



SCORE Search Results Details for Application 10803482 and Search Result us- 10-803-4... Page 1 of 1 



This page gives you Search Results detail for the Application 10803482 and Search Result us-10- 
803-482-4. si. rge. 
start I next page 

Go Back to previous pag e 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



CM nucleic 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



nucleic search, using sw model 

August 23, 2006, 22:30:01 ; Search time 18006 Seconds 

{without alignments) 
7017.667 Million cell updates/sec 

US-10-803-482-4 
1976 

1 gaatggacgagagaggcggc aaagtgctgtccagtgggag 197 6 



IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



6366136 seqs, 31973710525 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 100 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 65000 summaries 



2740178 



Database 



GenErabl : 



1 




gb env: 


* 


2 




gb_pat : 


* 


3 




gb_ph : * 




4 




gb_pl : * 




5 




gb_pr : * 




6 




gb ro : * 




7 




gb sts: 




8 




gb_sy : * 




9 




gb un : * 




10 


gb_vi : 


■k 


11 


gb_o V : 


* 


12 


gb htg 




13 


gb in : 


•k 


14 


gb cm: 


k 


15 


gb_ba : 


* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application 10803482 and Search Resuh us- 10-803-4... Page 1 of 1 



GenCore version 5.1.9 

Copyright (c) 1993 - 2006 Biocceleration Ltd. 



CM nucleic - nucleic search, using sw model 



Run on: 



August 23, 2006, 22:15:08 ; Search time 1162 Seconds 

(without alignments) 
11856.423 Million cell updates/sec 



Title 
Perf e 
Sequence : 

Scoring table 



US-10-803-482-4 
Perfect score: 1976 

1 gaatggacgagagaggcggc aaagtgctgtccagtgggag 1976 

IDENTITY_NUC 
Gapop 10.0 , Gapext 1.0 



Searched: 



5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 100 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 65000 summaries 



5647924 



Database 



N_Geneseq_8 : * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
geneseqnl990s : * 
geneseqn2000s:* 
geneseqn2001as : 
geneseqn2001bs : 
geneseqn2002as : 
geneseqn2002bs : 
geneseqn2003as : 
geneseqn2003bs : 
geneseqn2003cs 
geneseqn2003ds 
geneseqn2004as 
geneseqn2004bs 
geneseqn2005s : 
geneseqn2006s : 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application 10803482 and Search Resuh us- 10-803-4... Page 1 of 1 



Copyright (c) 1993 - 2006 Biocceleration Ltd. 



CM nucleic - nucleic search, using sw model 



Run on: 



August 24, 2006, 00:09:56 ; Search time 395 Seconds 

(without alignments) 
9360.281 Million cell updates/sec 



Title: 

Perfect score: 
Sequence: 



US-10-803-482-4 
1976 

1 gaatggacgagagaggcggc 



aaagtgctgtccagtgggag 197 6 



Scoring table: 



IDENTITy_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



1403666 seqs, 935554401 residues 



Total number of hits satisfying chosen parameters: 



1560966 



Minimum DB seq length: 0 



Maximum DB seq length: 100 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 65000 summaries 



1 : /EMC_Celerra_SIDS3/ptodata/2/ina/l_COMB.seq:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_COMB . seq: * 

3: /EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB.seq:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB.seq:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/ina/7_COMB. seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/ina/H_COMB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/ina/PCTUS_COMB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/ina/PP__COMB.seq:* 

9: /EMC_Celerra_SIDS3/ptodata/2/ina/RE_COMB.seq:* 
10: /EMC_Celerra_SIDS3/ptodata/2/ina/backfilesl .seq:* 



Pred. No, is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution 
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Database 



Issued Patents NA:* 



SCORE Search Results Details for Application 10803482 and Search Result us-10-803-4... Page 1 of 1 



GenCore version 5.1.9 

Copyright (c) 1993 - 2006 Biocceleration Ltd. 



CM nucleic - nucleic search, using sw model 
Run on: August 24, 2006, 00:49:36 ; 

Title: US-10-803-4 82-4 

Perfect score: 1976 
Sequence : 

Scoring table: 



Search time 24 98 Seconds 
(without alignments) 
9719.923 Million cell updates/sec 



Searched: 



1 gaatggacgagagaggcggc aaagtgctgtccagtgggag 1976 

IDENTITY_NUC 
Gapop 10.0 , Gapext 1.0 

18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 100 



24414840 



Post-processing : 



Database 



Minimum Match 0% 

Maximum Match 100% 

Listing first 65000 summaries 

Published Applications NA Main: 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Ceierra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB.s 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB.s 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B__PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB 
/EMC Celerra SIDS3/ptodata/2/pubpna/USllD_PUBCOMB 



eq: * 
eq: * 
seq: * 
seq: * 
seq: * 
seq : * 
seq: * 
seq: * 
seq: * 
seq: ■ 
seq: ■ 
seq: ■ 
seq: ' 
seq: ' 
seq: ' 
seq: ' 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application 10803482 and Search Result us-1 0-803-4... Page 1 of 1 



GenCore version 5.1.9 

Copyright (c) 1993 - 2006 Biocceleration Ltd. 



CM nucleic - nucleic search, using sw model 
Run on: August 24, 2006, 00:51:46 ; 



Search time 1984 Seconds 
(without alignments) 
1623.282 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-803-482-4 

1976 

1 gaatggacgagagaggcggc aaagtgctgtccagtgggag 197 6 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



2239192 seqs, 814926892 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 100 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 65000 summaries 



3133610 



Database : 



Published_Applicat 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 



/EMC_Celerra_SI 
/EMC_Celerra_SI 
/EMC_Celerra_SI 
/EMC_Celerra_SI 
/EMC_Celerra_SI 
/EMC_Celerra_SI 
/EMC_Celerra__SI 
/EMC_Celerra_SI 
/EMC_Celerra_SI 
/EMC Celerra S 



ions_NA__New : * 

DS3/ptodata/l/pubpna/US09_NEW_PUB . seq : 
DS3/ptodata/l/pubpna/US06_NEW_PUB . seq : 
DS3/ptodata/l/pubpna/US07_NEW_PUB . seq : 
DS3/ptodata/l/pubpna/US08_NEW_PUB . seq : 
DS3 /ptodata/ 1 /pubpna/ PCT_NEW_PUB . seq : * 
DS3/ptodata/l/pubpna/US10_NEW_PUB . seq: 
DS3/ptodata/l/pubpna/USll_NEW_PUB.seq: 
DS3/ptodata/l/pubpna/USll_NEW_PUB.seql 
DS3 /ptodata/ 1 /pubpna/US 1 1_NEW_PUB . seq2 
IDS3/ptodata/l/pubpna/US60_NEW_PUB.seq 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application 10803482 and Search Result us-10-803-4... Page 1 of 1 



GenCore version 5.1.9 

Copyright (c) 1993 - 2006 Biocceleration Ltd. 



CM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score; 
Sequence : 

Scoring table: 



Searched: 



August 23, 2006, 23:54:57 ; Search time 9502 Seconds 

(without alignments) 
11628.773 Million cell updates/sec 

US-10-803-482-4 

1976 

1 gaatggacgagagaggcggc aaagtgctgtccagtgggag 197 6 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



48236798 seqs, 27959665780 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 100 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 65000 summaries 



853524 



Database 



EST:* 



1 




gb_estl : * 


2 




gb_est3:* 


3 




gb_est4 : * 


4 




gb_est5:* 


5 




gb_est6 : * 


6 




gb_htc: * 


7 




gb_est2:* 


8 




gb_est7:* 


9 




gb_est8 :* 


10: 


gb_est9:* 


11: 


gb_gssl : * 


12: 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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